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Welcome to the 1st issue of the CottonGen newsletter in 2023. This newsletter is issued to
inform users about new or updated data and tools in CottonGen. In addition to new and
updated data, each issue will provide more information on data or tools on the featured
tools/data section.

New Genome Data/Functional Analysis Other New Data

* Over 6.4K RBTN non-fiber trait data for 13 years

Data from whole genome assemblies
from 10 difference locations (RBTN).

G. arboreum (A2) genome HAU v2 (Wang et al., 2022)

e Over 25K SNP/InDel markers and genome
CottonGen Functional Analysis (InterProScan and positions

KEGG, Protein Homologies, Cottongen Marker and

RefTran Alignments, etc.) added to the genome: * Over 1700 new germplasm or existing

germplasm have new assigned GRIN_IDs or the
G. herbaceum (A1) 'Wagad' genome USDA v1 (Ramaraj et publications from new germplasm registrations.

al,, 2022 * Updated US National and Statewide Cotton
G. anomalum (B1) genome JAAS v1.2 al.l(Xu2022) Variety Test page

G. stocksii (E1) genome ZSTU v1. (Yuet al.,2021) * Updated Species Summary page and links with

G. bickii (G1) genome JZU v1. (Sheng et al., 2022) organized names of genome and genome group
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https://www.cottongen.org/Analysis/8461193
https://www.nature.com/articles/s41588-022-01237-2
http://www.cottongen.org/species/Gossypium_hirsutum/CAAS-ZZM2_v1
https://doi.org/10.1101/2022.06.07.494775
https://www.cottongen.org/species/Gossypium_anomalum/B1_JAAS_v1.2
https://www.sciencedirect.com/science/article/pii/S2590346222001055
http://www.cottongen.org/species/Gossypium_stocksii/E1_ZSTU
https://doi.org/10.1111/pbi.13655
https://www.cottongen.org/species/Gossypium_bickii/G1_ZJU
https://dx.doi.org/10.1016/j.xplc.2022.100421
https://www.cottoninc.com/about-cotton/cotton-websites/rbtn/
https://www.cottongen.org/VarietyTest
https://www.cottongen.org/find/species/summary
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Image Searches

CottonGen currently contains 45,211 digital images. 45,198 of them are from USDA ARS National Cotton Germplasm
Characterization (NCGC), while others are from different sources based on different purposes, such as to describe complex
pedigrees, to describe mutant or disease symptoms, etc. For the convenience of users, in the image Search we use all NCGC
images belong to ‘dataset’ (i.e. NCGC) and the remaining images do not belong to any ‘dataset’. Here are examples of the

Search Images functionality:

EXP1. Find NCGC germplasm flower images: Search Images->Legend contains ‘flower’ -> Dataset ‘In’ (in NCGC image datasets).

Search Colleague
Search Genes and Transcripts

Search Images

Type
Logond [ contans A2-0100_V11-0205_MG_7075_F.jpg
N Image Overview Image Overview
In Dataset
 scocn JETT Stock

MegaSearch

1A2-0100) fowes, Tecon)
{A2.0100] fower open.
[A2-0101] flower, Tecom)
[A2-0100] flo NATIONAL COTTON GERMPLASM COLLECTION
Legend 205, 2011 COLLEGE STATION, TEXAS
In Dataset [view all 1]
Germplasm [view all 1]

EXP2. Find fiberless mutant images: Search Images->Type=MTL-> Legend contains ‘fiberless’ ->Dataset ‘not in’ (i.e.,not NCGC)

PLO-10-e0125046_F5.jpg O PLOS |one
Image Overview Image Overview A Xu-142 Xu-142 fI
T ST
Stock A o7 o .7
Search Images >R
s :
Type MTL v | | contains v ok -
Legend contains v | | fiberless Logend Phenotypic comparisons of a wild type and three diferer|
9°! cotton mutant. [image from Kim et al., 2015, PLO-10-e0
Dataset notin v| Any v SoRe K0y hes oy
, Kim HJ, Hinchliffe DJ, Triplett BA, Chen ZJ, Stelly DM, Y4
HS, Gilbert MK, Thyssen GN, Turley RB, Fang DD. Phyt
Reset Publication Networks Promote Differentiation of Fiber Initials on Pre-
Cotton Ovules Grown In Vitro and In Pianta. PioS one. 2§ B
10(4):€0125046,
Germpiasm [view all 3]
2 records were returned
MTL [view all 1] Xu- 142
# File Legend
Phenotypic comparisons of a wild type and three different
1 PLO-10-e0125046_F5 fiberless cotton mutant. [Image from Kim et al., 2015, PLO-10-
Sl L Xu-14211
€0125046]
Mature seeds produced in viva of two stocks of G. arboreum L.,
2 sma_DBO-57-234_F1-6.jpg SMA-2 (normal fibers) and the fiberless mutant SMA-4. [Image ' m e M ones e sndlres Snst Wrioan colan M . panl rt s o pena
from Beasley and Egli, 1977, DBO-57-234] pane 142 et ol O S el 0306 3.1 0.1 +3DPA. Th vy g
b
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https://www.cottongen.org/user/register
https://twitter.com/CottonGen_news

